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rtTAG19F E37L variants with all possible amino acids at position 56
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B rtTA position 56 codon

GGGlyEGluAAlaVVal

AGGlyEGluAAlaVVal

CGGlyDAspAAlaVVal

UGGlyDAspAAlaVVal

G

GRArgKLysTThrMMet

ARArgKLysTThrIIle

CSSerNAsnTThrIIle

USSerNAsnTThrIIle

A

GRArgQGlnPProLLeu

ARArgQGlnPProLLeu

CRArgHHisPProLLeu

URArgHHisPProLLeu

C

GWTrpstopSSerLLeu

AstopstopSSerLLeu

CCCysYTyrSSerFPhe

UCCysYTyrSSerFPhe

U

GACU
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